SUBJECT INDEX 
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Abies picea, latent diploid parthenogenesis 677 

Actaea rubra, floral development and homeosis 658 

Actinidia, mucilage-crystal idioblast development 342 

Agrobacterium-mediated transformation 467 

Allium rothii, life cycle, propagation 597 

Amaryllis, pollen fine structure 538 

Andromonoecy, Anthriscus sylvestris pollen production 750 

Anthriscus sylvestris, pollen production 750 

Apomixis: Hieracium aurantiacum 467; Pennisetum, ultra- 
structure 492; Picea abies 621, 677 

Arabidopsis, G proteins |, 3 

Arabis serrata, ecological amplitude, differentiation 220 

Araucaria bidwillii, germination anatomy 519 

Araucaria nipponensis sp. nov. 806 

Araucarian cones, Upper Cretaceous 806 

Artemisia annua, localization of artemisinin 365 

Astragalus cicer, meiotic analysis 475 


Banksia, interspecific hybridization 755 

Beet necrotic yellow vein virus 545 

Begonia argenteo-guttata, biophysical development 291 

Beta vulgaris, storage organ growth 36 

Biophysics, leaf development 291 

Biotechnology: artemisinin localization 365; gibberellin-en- 
hanced flowering in Tsuga 302; glandular trichomes 617; 
latent diploid parthenogenesis in Norway spruce 677; Ne- 
peta racemosa gland development 623 

Blue oak: See Quercus douglasii 


C 


Calamopityaceae, development 119 

Cellulase, peach fruit development 49 
Ceratocapnos heterocarpa, seed polymorphism 196 
Clarkia unguiculata, hybrid genetics 471 
Cretaceous araucarian cones 806 

Cretaceous calycanthaceous flower 772 

Cretaceous zingiberalean fruits 786 

Cytochemistry, localization of artemisinin 365 


Dendrobium section Rhizobium, anatomy of thick leaves 716 
Development: Actaea rubra floral development 658; Arau- 
caria bidwillii cryptogeal germination 519; diploid parthe- 
nogenesis in Picea abies 677; epidermal cell biophysics 291, 
Freesia refracta somatic embryos 672; Funariaceae peri- 
stome-forming layers 640; gibberellin-enhanced flowering 
302; Glycine max embryology 421; Hordeum vulgare vas- 
cular system 143; Kalanchoe gravitropism 395; Magnolia 
pollen germination 158; mRNA populations in pea shoots 
498; mucilage crystal idioblasts 342; Nepeta racemosa gland 
development 623; ontogenetic model 119; orchid pollen 
and pollinia 481; Pennisetum embryology 492; Phaseolus 
vulgaris root nodules 633; Phragmites vascular system 23, 
445; Phyllospadix reproductive structures 405; Smyrnium 
perfoliatum pollen tube pathway 437; Sorgum bicolor epi- 
cuticular wax secretion 506; tracheary element differenti- 
ation 248, 251, 262, 272; Trichophaea spore ontogeny 453 


Dicentra cucullaria, shoot architecture and evolution 553 
Dormancy, Delphinium tricorne 738 


845 


Echinacea tennesseensis, competitive ability 57 

Ecology: Allium rothii life cycle 597; blue-oak water relations 
744; Delphinium tricorne seed germination 738; Echina- 
ceae tennesseensis competition 57; ecological amplitude 220, 
germination stress 187; heterocarpy 196; Hordeum juba- 
tum seed bank 66; maternal environment effects 180; Mim- 
ulus mating system 588; phenotypic plasticity 203; seasonal 
water relations 73; vertebrate fruit dispersal 382 

Ecophysiology: Quercus macrocarpa stomatal responses 583 

Embryogenesis, somatic, Freesia refracta 672 

Eocene fungi 828 

Eocene net-veined monocotyledon 816 

Eorhiza arnoldii, vegetative growth 606 

Epicuticular wax secretion, Sorghum bicolor 506 

Eucommia constans n. sp., Upper Cenozoic fruits 80 

Eucommia ulmoides, fruit anatomy 80 

Euphorbiaceae, biovulate, pollen ultrastructure 313 

Evolution: Delphinium tricorne 738; Dicentra cuccularia shoot 
architecture 553; latent diploid parthenogenesis in Norway 
spruce 621, 677; Mimulus mating system 588; Orchidaceae 
716 
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Freesia refracta, origin of somatic embryos 672 

Funariaceae, peristome forming layers 640 

Fungi, Eocene fossil 828 

Fungus: Eocene 828; Genea 235; Glomus intraradices 689; 
mycorrhizal 633; Polymyxa betae 545; Trichophaea brun- 
nea 453; Ustilago hordei 15 


G 


Genea, systematics, ultrastructure 235 

Genetics: Agrobacterium-mediated transformation 467; As- 
tragalus cicer meiotic analysis 475; Clarkia unguiculata hy- 
brids 471; interspecific hybridization 755, 763; Mimulus 
mating system 558; Rhizophora, outcrossing 373 

Genselia gen. nov. 97 

Gibberellin, mRNA populations 498 

Glomus intraradices, spore ultrastructure 689 

Glycine max: embryology 421; physiology, diurnal changes 
173; photosynthesis, effect of dewfall 460 

Gravitropism, Kalanchoé stems 395 

GUS staining, Arabidopsis G proteins 3 


Hieracium aurantiacum, Agrobacterium-mediated transfor- 
mation 467 

Homeosis, Actaea rubra floral development 658 

Hordeum jubatum, seed bank dynamics 66 

Hordeum vulgare, vascular system 143 

Host-pathogen interaction: beet necrotic yellow vein virus 
545 

Hybridization, interspecific: Banksia 755; Lathryrus 763 


Ileostylus micranthus, endophyte ultrastructure 350 
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Juglandaceae fruits, Eocene 388 
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K 
Kalanchoé, stem gravitropism 395 

L 
Lathryrus, interspecific hybridization 763 

M 


Magnolia x soulangeana, pollen germination 158 

Mimulus, mating system evolution 588 

Modeling: ontogeny, Calamopityacae 199; stomatal pattern- 
ing 245 

Molecular biology: Arabidopsis G proteins |, 3; Hieracium 
aurantiacum transformation 467; mRNA population in de- 
veloping pea shoots 498; Ustilago hordei diploids 15 

Monocotyledon, Eocene net-veined 816 

Morphophysiological dormancy 738 

Mycorrhizal fungi: root nodule development 633; Glomus 
intraradices spore structure 689 


Nepeta racemosa, gland development 623 
Nitrogen uptake, Glycine max 730 
Norway spruce: see Picea abies 


0 


Opuntia, low temperature stress physiology 167 

Orchid pollen/pollinia development 48 1 

Orchidaceae, anatomy of thick leaves in section Rhizobium 
716 


Paleobotany: Cenozoic Eucommia fruits 80; clarification of 
Triphyllopteris 97; Cretaceous araucarian cones 806; Cre- 
taceous calycanthaceous flower 772; Cretaceous zingiber- 
alean fruits 786; Eocene fossil fungi 828; Eocene Juglan- 
daceae fruits 388; Eocene net-veined monocotyledon 816; 
Eorhiza arnoldii vegetative growth 606 

Partitioning, Glycine max reproductive sink 730 

Peach: See Prunus persica 

Pennisetum, apomixis ultrastructure 492 

Peristome-forming layers, Funariaceae 640 

Petermanniopsis anglescaénsis gen. et sp. nov. 816 

Phaseolus vulgaris, root nodule development 633 

Phragmites: vascular system of florets 23; procambial initi- 
ation in pistils 445 

Phyllospadix, reproductive structures 405 

Phylogenetic analysis: biovulate Euphorbiaceae 313; Dicentra 
553; Dendrobium 716; Eocene net-veined monocotyledon 
816 

Phylogenetic analysis: Dendrobium section Rhizobium 716 

Physiology: Beta vulgaris storage organ growth 36; diurnal 
changes in nitrogen uptake 173; effect of dewfall on pho- 
tosynthesis 460; Opuntia low temperature 167; peach fruit 
development 49; reproductive sink size of soybean 730 

Picea abies, latent diploid parthenogenesis 677 

Pisum sativum, mRNA populations in developing shoots 498 

Podocarpaceae, functional morphology of saccate pollen 699 

Pollen development: Amaryllis 538; Magnolia x soulangeana 

158; Orchid 481 

Pollen, functional morphology 699 

Pollen presenter, Banksia 755 

Pollen production, Anthriscus sylvestris 750 

Pollination, functional morphology of saccate pollen 699 

Polymyxa betae, as virus vector 545 

Prunus persica, fruit development 49 


Q 
Quercus douglasii, seedling water relations 744 


Quercus macrocarpa, stomatal responses to variable sunlight 
583 


Redifferentiation, mesophyll cells 262 

Reproduction: diploid parthenogenesis in Norway spruce 677; 
Glycine max embryology 421; interspecific hybridization 
755, 763; mangrove outcrossing 373; Mimulus mating sys- 
tem 588; Pennisetum apomixis 492; Phyllospadix repro- 
ductive structures 405; Smyrnium perfoliatum pollen tube 
pathway 437 

Reproductive sink size, Glycine max 730 

Rhizobium, root nodule development 633 

Rhizophora mangle, outcrossing, mutation rates 373 


Saccate pollen, functional morphology 699 

Sagittaria latifolia, germination, stress 187 

Seed germination: Ceratocapnos heterocarpa 196, Delphini- 
um tricorne 738; Sagittaria latifolia 187; Thlaspi arvense 
180 

Sexual reproduction: Anthriscus sylvestris pollen production 
750 

Smyrnium perfoliatum, pollen tube pathway 437 

Sorghum bicolor, epicuticular wax secretion 506 

Soybean: See Glycine max 

Stellaria longipes, phenotypic plasticity 203 

Stomatal patterning 245 

Striatornata sanantoniensis gen. et sp. nov. 786 

Structure: Dicentra cucullaria shoot architecture 553; Thuja 
occidentalis hydraulic pathways 569 

Systematics: biovulate Euphorbiaceae 313; Funariaceae 634; 
Orchidaceae 716; Pezizales 235 


T 


Thlaspi arvense, maternal environment, germination 173 

Thuja occidentalis, hydraulic pathways 569 

Tissue culture: Freesia refracta somatic embryos 672; Norway 
spruce latent diploid parthenogenesis 677 

Tracheary element differentiation 248, 251, 262, 272 

Tracheid-differentiation factor 272 

Trichophaea brunnea, spore ontogeny 453 

Tricostatocarpon silvapinedae gen. et sp. nov. 786 

Triphyllopteris collombiana, clarification of generic concept 
97 


Tsuga heterophylla, gibberellin-enhanced flowering 302 
U 


Ultrastructure: Amaryllis pollen freeze-fracture 538; biovu- 
late Euphorbiaceae pollen 313; Glomus intraradices spore 
689; Glycine max embryology 421; Ileostylus micranthus 
350; Magnolia pollen germination 158; Nepeta racemosa 
leaf glands 623; Pezizales 235; Smyrnium perfoliatum stig- 
ma 437; Trichophaea brunnea spore ontogeny 453 

Ustilago hordei, diploids 15 


Virginianthus calycanthoides gen. et sp. nov. 772 
WwW 


Water relations: blue oak seedling 744; Pennsylvania barrens 
73 


Z 


Zingiberalean fruits, Upper Cretaceous 786 
Zinnia, tracheary element differentiation 262 
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